The molecule in the structure of the title compound, C 15 H 11 ClN 2 OS, displays two planar residues [r.m.s. deviation = 0.014 Å for the benzimidazole residue, and the ketone group is co-planar with the benzene ring to which it is attached forming a O-C-C-C torsion angle of À173.18 (14) ] linked at the S atom. The overall shape is based on a twisted V, the dihedral angle formed between the two planes being 82.4 (2) . The amine-H atom is bifurcated, forming N-HÁ Á ÁO and N-HÁ Á ÁS hydrogen bonds leading to dimeric aggregates. These are linked into a supramolecular chain along the c axis via C-HÁ Á Á hydrogen bonds. Chains form layers in the ab plane being connected along the c axis via weakinteractions [3.9578 (8) Å ] formed between centrosymmetrically related chloro-substituted benzene rings.
Related literature
For the biological and pharmacological properties of benzimidazoles, see: Al-Rashood & Abdel-Aziz (2010); Abdel-Aziz et al. (2010) . For the synthesis, see: Sarhan et al. (1996) . For a related structure, see: Lynch & McClenaghan (2004 Refinement R[F 2 > 2(F 2 )] = 0.029 wR(F 2 ) = 0.079 S = 1.07 2613 reflections 185 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.30 e Å À3 Á min = À0.40 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C10-C15 and N1,N2,C1,C6,C7 rings, respectively. Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
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Comment
The structural analysis of the title compound, (I), is motivated by recent studies into the biological potential of benzimidazoles (Al-Rashood & Abdel-Aziz, 2010; Abdel-Aziz et al., 2010) . The molecule of (I), Fig. 1 , has a twisted V-shape.
As expected, the benzimidazole residue is planar (r.m.s. deviation = 0.014 Å). The ketone group is co-planar with the benzene ring to which it is attached as seen in the value of the O1-C9-C10-C11 torsion angle of -173.18 (14) °. As the S1-C8-C9-O1 torsion angle is -0.39 (18) °, the molecule comprises two planar residues that form a dihedral angle of 82.4 (2) °. The most closely related structure in the literature is that of 2-(benzoylmethylsulfanyl)-6-methoxy-1H-benzimidazole (Lynch & McClenaghan, 2004) , i.e. with a methoxy substituent on the benzene ring of the benzimidazole and no substituent on the ring attached to the ketone. This adopts a similar conformation with the ketone benzene ring inclined to the benzimidazole residue with the dihedral angle formed between the ring systems being 67.13 (9) °.
In the crystal packing two molecules, related by a 2-fold axis of symmetry associate via N-H···O and N-H···S hydrogen bonds as the amine-H atom is bifurcated, Table 1 
Experimental
The reaction of 2-mercaptobenzimidazole with 4-chloroacetophenone in boiling AcOH/H 2 SO 4 afforded the sulfate salt of 2-(1H-benzo[d]imidazol-2-ylthio)-1-(4-chlorophenyl)ethanone after Sarhan et al. (1996) . Neutralization of the latter salt afforded the title compound and the light-brown crystals were grown from its ethanol solution by slow evaporation at room temperature.
Refinement
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Geometric parameters (Å, °)
Cl1-C13 1.7392 (15) C5-C6 1.394 (2) S1-C7 1.7548 (15) C5-H5 0.9500 S1-C8 1.7958 (14) C8-C9 1.518 (2) 
